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Welcome to the Bioinformatics Part
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Instructors

▶ Marika Friano (R/Bioconductor)

▶ Franziska Greulich (Motif analysis, R/Bioconductor)

▶ Elizabeth Márquez Gómez (VS Code, Command line)

▶ Marlies Oomen (Command Line, Deeptools)

▶ Gabriela Stefanie Santos (Snakemake, final project)

▶ Tamás Schauer (Data processing, peak finding, diff. analysis)
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Wiki Page

https://ascgitlab.helmholtz-muenchen.de/chromatin_summer_school_2024/wiki
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Schedule

Tuesday

▶ Reproducible Research
▶ Setup VS Code
▶ Introduction

- Beginner: command line
- Experienced: snakemake

▶ Lunch
▶ Seminar
▶ Workflow Steps
▶ Data Processing workshop
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Schedule

Wednesday

▶ Snakemake Pipeline

▶ Chromatin Profiling Methods

▶ Deeptools

▶ Lunch

▶ Seminar

▶ Peak Finding workshop

▶ Motif Analysis workshop
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Schedule

Thursday

▶ R part I

▶ Lunch

▶ Seminar

▶ R part II

▶ Seminar
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Schedule

Friday

▶ Differential Analysis workshop

▶ Pipeline Results

▶ Lunch

▶ Seminar

▶ Final Project (talk preparation)

8 / 9



Schedule

Saturday

▶ Student Talks

- 15 + 5 minutes per group
- present results of your data
- compare chromatin profiling methods
- focus on 2 topics in more details:

- Quality Control (FastQC, MultiQC)
- Fragment Size (short vs. mono-nucleosomal)
- Visualization (Deeptools)
- Peak finding (Macs2, Homer)
- Motif analysis (Homer, Meme)
- Differential Binding (DESeq2)

▶ Q&A
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